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Variation in species composition of lichen communities among different sites with in 
a climatic zone  
 
Epiphytic lichens were studied on selected substrates in sites on a transect from 
Colombo to Waga, and at Sapugaskanda in order too compare the diversity and species 
composition of lichen communities at those sites. Common three having dbh values 
greater than 30 cm in a 100-sq. meter quadrate were selected for the study. Three trees 
belonging to the same species were used to register lichens. Placed a 250 cm2 quadrate 
randomly between 0.5 and up to 0.5 and up to 1.5m height from the ground on each tree 
trunk at four different places. Lichen taxa, number of individuals and percentage cover 
of each lichen taxon were recorded on all substrates. Identification was done using 
different keys, after studying the characters of different lichen collected. Light intensity; 
bark pH of trees and relative humidity was also recorded in each site. Shannon index 
was used in diversity analysis. 
 
Higher lichen diversities were recorded in Waga and Sri Jayeardenepura sites with 
values of 1.904 and 1.873 respectively, while lowest value (1.268) was recorded in Fort.  
Commonest lichens included photophilous genera such as Pysine, Buellia and Pyrenula. 
Pyxine had higher percentage coverage in all sites except Fort (3.5%) and Waga (1.3%) 
while; genus Pyrenula had moderate cover in all sites. Light, bark pH and moisture are 
the major environmental factors that determine the species composition of lichen 
communities that exit in different sites in the same climatic zone. Leptogium a genus with 
a Cyanobacterial photobiont was recorded only in Waga, which had a higher relative 
humidity when, compared to other sites. However, bark pH values and the exposure of 
the trees were not found to be significantly different among different trees whether they 
were in the same or in different sites. Roccella, which is coastal lichen, could be a 
pollution sensitive species as it was absent in all sites in Colombo except in Sri 
Jayewardenepura site. 
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Biodegradation of petroleum hydrocarbons by some marine bacteria 
 
As a consequence of identifying limitations of traditional cleanup techniques, the 
concept of bioremediation of oil pollution has emerged as a highly effective alternative. 
The present study was aimed at isolation and identification of petroleum hydrocarbon 
degrading bacteria from marine environments, and evaluation of their biodegradation 
potential. Using the enrichment culture technique, ten bacterial species capable of 
utilizing petroleum hydrocarbons were isolated and identified as Micrococcus sp, 
Pseudomonas picketti, Beneckea harveyi, Alcaligenes cupidus and Beneckea natrigenes. In 
evaluating the biodegradation potential of petroleum hydrocarbons, the isolated 
bacterial species were experimented as monocultures as well as mixed cultures. As 
petroleum hydrocarbons, crudeoil (Iranian Light) was used and degradation was 
analyzed by Gas-Liquid Chromatography. When crude oil is the sole source of carbon 
and energy available for bacteria, it will be attacked and assimilated at the expense of n-
alkanes. Therefore, the rate of bodegradation of crude oil was estimated b analyzing and 
quantifying esidual n-alkanes.   
 



Monoculture of Alcaligenes aestu degraded medium and long chain alkanes extensively. 
But, Pseudomonas picketti was unable to show degradation to any extent. As a mixed 
culture, Pseudomonas picketti, Beneckea harveyi together with Alcaligenes sp. were most 
effective when compared with other culture combinations. The isolated Corynebacteriu 
sp. showed more than 50% degradation of crude oil as a monoculture but, when it is 
present in mixed culture combinations, above such of degradation was not observed. All 
the bacterial cultures biodegraded medium chain n-alkane fraction more readily and the 
long chain alkane fraction to a lesser extent. The elimination of the short chain n-alknes 
below C12 was mainly due to the volatile nature of those hydrocarbons. In the presence 
of glucose as an alternative carbon source, the degradation of alkanes was elevated, but 
the commencement of the biodgradation was delayed for fourteen days. The 
degradation of petroleum hydrocarbons was depended on exogenous sources of 
nitrogen and phosphorous. 
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Survey on the distribution of subterranean entomopathogenic fungi in Southern part 
of Sri Lanka 
 
The soil is a excellent habitat for microorganism and Arthropods. The majority of 
arthropods live exclusively in the soil, but such as many pterygote insects spend only a 
part of their life cycle in the soil, usually the larval stage or the pupal stage. The 
interactions between the soil micro flora and athropods are numerous and greatly 
influenced by the physicochemical parameters of the soil. 
 
During the present study, distribution pattern of possible soil mycopathogens of insects 
in the southern part of Sri Lanka was studied. Soil samples were collected from four 
major sampling sites along the southern coastal belt. Entomopathogenic fungi (EPF) 
were extracted using the bait insect, Galleria mellonella (Greater wax moth) larvae. The 
physicochemical parameter of the soil was also measured using the standard soil 
analysis methods. Pathogenicity of the extracted fungi was confirmed by the reinfection 
of G. melloneella larvae using the extracted fungal spores. 
 
Abundance of Entomopathogenic fungi was higher in the wet zone compared to that of 
the dry zone. Soil temperature and organic contents were negatively related to the 
abundance of EPF. High salinity favours the abundance of these mycopathogens and the 
samples collected from coastal zone had more EPF than in samples collected from the 
inner sites. 
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Population structure of the coconut palm population in Sri Lanka as revealed by 
Randomly Amplified Polymorpjic DNA (RAPD) 
 
RAPD markers were used to assess the population structure of the coconut pal in Sri 
Lanka by screening 43 out of the 100 ex-situ conserved germplasm at gene banks of the 
Coconut Research Institute (CRI) these accessions comprised 19 distinct phenotypes [7 
tall (typical), 9 dwarf (nana) and 3 aurantiaca (thembili) forms], 7 Philippine-tall-like 
ecotypes and 17 Sri Lanka tall ecotypes. Twenty pre-tested 10-mar primers were used to 


