
Purity of the rabbit IgG preparation was checked by subjecting the purified IgG to SDS-
PAGE under reducing and non reducing conditions. Specificity of anti β-lactoglobulin 
IgG was investigated by Western blotting using purified cow’s milk proteins, human 
milk and human serum as samples. 1:8000 dilution of purified antibody (1 mg/mL) gave 
clear positive results with β-lactoglobulin but not with other proteins present in cow’s 
milk, human milk or human serum when the antigen concentrations were 1 µg/mL. 
Studies are in progress to develop an ELISA using this purified IgG to quantitate β-
lactoglobulin. 
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Development of a nested PCR for the detection of Salmonella  typhi 
 
Typhoid fever is a febrile illness caused by Salmonella typhi. It is one of the most common 
diseases in the developing countries and a disease frequently notified in Sri Lanka. Early 
and definitive diagnosis of the diseases is not only important in relieving patients 
suffering but also critical in avoiding fatal complications such as perforation of the 
intestines. It is also important for specific treatment. 
 
Although various diagnostic tests have been used, blood culture and SAT are the most 
common. The main disadvantages are poor sensitivity and specificity. Moreover, they 
take an unduly long time to give a reliable result. There is evidence that molecular 
diagnostics can overcome these disadvantages. The objective of this preliminary study is 
to develop a sensitive and specific nested PCR for the detection of Salmonella typhi.  
 
We have designed two sets of primers from the nucleotide sequence encoding Vi antigen 
(STBLP1, STBRP2, STSLP3, and STSRP4) of Salmonella typhi. Primer pairSTSLP,3 STSRP4 
(product size 260 dp) is internal to primer pair STBLP1, STBRP2 (product size 500dp). 
The PCR was optimized in relation to Taq polymerase, deoxyribonucleotides, primers 
and MgCl2 . The specificity of the primers were examined using Vi positive, Vi negative, 
related and non-related bacterial species. The primers were found to be highly specific 
for Salmonella typhi. 
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An epidemiological study of malaria in childhood 
 
The objective of this investigation was to describe the epidemiology of childhood 
malaria in a typical malaria endemic area of Sri Lanka. The study population comprised 
834 children below 12 years of age who presented at malaria diagnosis and treatment 
centres in the Kataragama and Buttala areas situated in the Moneragala district (662 
children with malaria and 172 febrile children with no malaria parasites in the 
peripheral blood). 662 children who had 1138 episodes of malaria were followed up over 
a 2 year period. Malaria infections were monitored by passive case detection and 
parasite densities were estimated. The clinical severity of disease was determined in 
children aged five years or above using a previously validated questionnaire. Of the 
1138 malaria infections, 776 were due to Plasodium. vivax, 359 due to P. falciparum and 
three were mixed infections. The mean parasitaemia for P. vivax infections was 
significantly higher than the mean parasitaemia for P. falciparum infections (p<0.001). 
Circulating gametocytes were found in the blood in 79.8% of P. vivax infection and 6.5% 



of P. falciparum infections. The disease severity was greater in malaria infections as 
compared to non-malarial infections. The majority of children with malaria presented 
within the first three days of the onset of symptoms. The mean clinical scores for P. vivax 
and P. falciparum infections were similar. RI early and late, and RII chloroquine resistant 
P. falciparum infections were found in the population .Provision of effective treatment 
early will prevent transmission of P. falciparum infections in approximately 94% of 
patients. The findings of the study on the epidemiology of malaria in childhood will be 
useful for planning and targeting of preventive measures in this age group.   
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Protection against disease in experimental immunization with a candidate malaria 
vaccine 
 
The Plamodium cynomolgi- toque monkey (Macaca sinica) system is analogous to 
Plasmodium vivax in humans. Toque monkeys with prior exposure to malaria were 
immunized with P. cynomolgi 19 kDa C-terminal region of the merozoite surface protein-
1(MSP 1p 19) with alum, to evaluate protection against both infection and disease. Four 
groups of animal were included. Animals in group 1 and 2 had prior exposure to 
P.cynomolgi ceylonensis (Pcc) malaria and groups 3 and 4 were malaria naїve. Groups 1 
and 3 were immunized with MSP1p19+alum. Groups 2 and 4 were their respective 
adjuvant controls. Following immunization, all animals were given a Pcc natural 
challenge infection Axillary temperature, plasma cytokines, C-reactive proteins (CRP) 
and Erythrocyte sedimentation rate (ESR) were measured as indicators of disease 
severity. 
 
Malaria exposed, immunized animals (group 1) were better protected against infection 
than malaria naїve, immunized animals (group 3), as indicated by significantly lower 
course of parasitaemia (p<0.001), and also against disease, as indicated by significantly 
lower temperature (p=0.029). CRP, ESR and TNFα IFNγ and IL-10 levels were 
significantly lower in group 1 compared to group 3. Group 2, the adjuvant control for 
group 1, showed similar protection against infection. However, their cytokine were 
slightly elevated and temperature was significantly higher than group 1 
(p=0.005).malaria naїve, immunized animals (group 3) showed partial protection against 
infection (p=0.01) and disease (p=0.037) compared to their adjuvant controls (group 4). 
These results indicate that immunization of animals with prior exposure to malaria with 
MSP 1P 19 antigens+alum conferred significant protection against malaria infection as 
well as disease. 
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Associations between TNF-, IL-10 and Il-6 plasma cytokine levels and TNF and 
TNF β polymorphisms in Plasmodium falciparum malaria with respect to disease 
severity  
 
Plasma cytokine levels and TNF α/β polymorphisms is central focus in the studies of 
sever P. falciparum malaria. In the present study TNF α/β genotypes based on TNF α1, 
TNFα2, TNFβ1 and TNF β2 alleles were analyzed with respect to TNF-α, IL-10 and IL-6 
plasma cytokine levels in 24 severe and complicated (SC) and 25 uncomplicated (UC) 
P.falciparum infected patients. The results indicated that there was a significant 
association between the presence of TNFα1.2 genotype in the SC category of patients 
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