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Usage of computer assisted sperm analysis (CASA) in sperm motility assessment 
 
Semen analysis is quite important in the evaluation of male fertility.  Main parameters of 
the analysis include determination of sperm concentration, percentage of motile sperm 
and proportion of normally shaped sperm. CASA interpretation, acrosome reaction test 
and in vitro fertilization test are recent developments in semen analysis.  Motility is the 
most important single measurement assess to evaluate the functional ability of 
ejaculated spermatozoa.  Aim of the present study was to investigate importance of 
sperm motility assessment and usage of different counting chambers in CASA.  Adult 
hamsters were used in the study.  Regions of the epididymis were selected to investigate 
motility.  However, cauda to assess effects of different chambers in motility assessment. 
Hobson sperm tracker was used to assess sperm motility.Results reeled that Curvilinear 
velocity of sperm changed 172± 4.3 µm/s  in proximal corpus to 250± 4.2 µm/s    in 
distal cauda. However, straight-line velocity increased from 34±  1.2 to 77 ± 2.8 µm/s  
from proximal corpus to distal cauda.  Four different types of slide-cover slip chambers 
were used with RPMI medium to investigate the best chamber for optimum motility.  
Data reveled different motility patterns for the same sperm sample using  different 
chamber systems.  However, chamber with 22 mm plastic petridish with 22x22 mm 
coverslip with oil gave the best motility recordings.  This fact is important in the 
assessment of sperm motility as a functional measurement.  Over study also showed 
that optimal set up of CASA as well as a god counting chamber is important in sperm 
motility studies.  Study concludes that CASA is a highly precise tool to assess detailed 
sperm motility. 
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Some niche segregation characteristics of freshwater fish species inhabiting rice fields 
associated permanent water bodies 
 
Habit at use by fish species has indicated that specific characteristics of a target habitat 
are more important as well as habit characteristics around the unit.   However, habitat 
itself is important for species distribution.  Habitat structures of a lotic water body can 
be predicted most obviously with repeatable sequences of stream units such as pools, 
riffles and cascades.  In lentic water bodies habitat structures may be different.  Habitats 
available for fish species can be studied   using classified habitat characteristics of both 
lotic and lentic water  bodies.  The present study was designed to investigate niche 
segregation characteristics of fish species occupying stagnant and perennial, rice field 
associated water bodies.  Two perennial rice field associated permanent water bodies 
were selected.  Fish species were sampled using a multi mesh gill net between 07.00-
09.00 hours.  Catch was taken to the laboratory for analysis.  Water quality parameters of 
the study sites were also collected for al sampling dates.  For the fish samples 
morphometric measuremenmts and food preferences were examined.  Data showed 
variations in body size, morphometic features and consumed food examined.  Data 
showed variations in body size morphometic features and consumed food.  However, 
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	Four stream sites were sampled using surber sampler in three different seasons i.e.dry, wet and cool to investigate natural habitat preference by macro invertebrates.  Samples were collected separately from three different natural substruates, i.e. sand,
	Log n transformed data of abundance of animals shows significance difference in number of animals found between, sites, seasons and substrate types (p<0.05). NOVA test reveals significant difference in  mean number of animals was found in leaf litter 
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