
 
The objective of this study was to evaluate the suitability of these STR loci, for identity 
testing and paternity testing in individuals of the Sri Lankan population, and establish 
theoretical values for various statistical parameters, which are used in the expression of 
the accuracy of the tests.  
 
Allele and genotype frequencies, for 109 unrelated individuals in the Sir Lankan 
population were determined.  At none of the three loci was any genotype that occurred 
above 30% frequency, there by indicating the efficiency of these loci for discrimination 
as well as parentage exclusionary purposes.  The hererozygosities for the three locifor 
the Sri Lankan population were relatively high, ranging from 76.9% to 86.5%. 
 
The matching probability for all three loci was 2.76x10-4 or a match in all three loci for 1 
in every 3616 individuals.  The polymorphism information content indicted that all three 
loci were highly informative, and the paternity index for the three loci was 23.267 and 
the combined power of exclusion was 0.2558.  the three STR loci show a high degree of 
polymorphism and power of discrimination, and are suitable for forensic casework in 
Sri Lanka and paternity testing. 
 
 
A243 
 
Population genetic study of three Sri Lankan ethnic groups with respect to three short 
tandem repeat (STR) loci  
 
Identification of humans based on differences at the level of DNA or DNA profiling or 
typing, is now a widely accepted tool in forensic investigations.  Typing by short tandem 
repeat (STR) analysis is the method of choice.  Interpreting DNA typing evidence 
requires a method for estimating the probability of a random match  between two DNA 
profiles, which is determined by multiplying the allele frequencies on the assumption 
that they segregate independently and that they are at a state of Hardy-Weinberg 
equilibrium. Tests for Hardy Weinberg equilibrium have important limitations in that 
they are relatively weak at detecting population substructure.  In order to evaluate the 
average magnitude of this error, direct sampling and analysis of different population 
subgroups is recommended. 
 
Blood samples form  unrelated donors were collected from 85 Low Country Sinhalese, 
56 Sri  Lankan Tamils and 52 up Country Sinhalese.  DNA was extracted and three STR 
loci, CSF1PO, TPOX and THO1 were amplified by unltiplex Polymerase Chain Reaction 
(PCR) and typed by polyacrylamide gel electrophoresis and silver staining. 
 
Heterozygosity levels were high in all three population groups, at all loci except in the 
THO 1 locus (52.4% heterozygosity) of the UC  Sinhala group.  Only in the UC Sinhala 
group.  Only in the UC Sinhala group the most common allele exceeded a frequency of 
40% in all three loci.  The alleles of all three loci in all three population groups 
conformed with Hardy-Weinberg expectations (p>0.05) and did not show any linkage 
disequilibrium (p>0.05), indicating independent segregation of alleles wihtin the 



population groups conformed with Hardy-Weinberg expectations (p>0.05) and did not 
show any linkage disequilibrium  (p>0.05), indicating independent segregation of alleles 
within the population groups. Wright's Fst test for inbreeding showed that for all three 
loci, the correlation fo alleles between individuals of  the LC Sinhala/SL Tamil groups 
were below the leels of population substructure (Fst <0.01) but in the LC Sinhala/UC 
Sinhala and SL Tamil/UC Sinhal groups there was a marginal indication of population 
substructure.  This is the first report of a population genetic study involving DNA 
typing of the Sri Lankan population at the ethnic level. 
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Behavioural problems among the pre-school children of migrant mothers in Sri Lanka 
 
The influence of employment status of the mother on the behavior of  pre-school 
children from lower socio-economic groups was studied using a cross sectional 
approach.  Children of mothers employed overseas were studied in comparison with a 
group, whose mothers were employed in Sri Lanka and a group whose mothers were 
not employed.  The three groups were matched for age and sex. 
 
An interviewer administered questionnaire was used to collect information on 
socioeconomic status of the children, child care practices and psychosocial environment.  
"Home risk factors" in the Child Health Development Record for the pre-school children 
was one way of studying the psychosocial environment.  Specific questions were asked 
on quantity and quality of child care given.  A checklist developed by Richman and 
Graham, which had been modified and adopted for Sri Lanka, was used to study the 
behavior of children. 
 
Some  of the variables which were differently distributed between the three groups were 
educational level of the parents, marital discord and quality of care given to the 
children.  The highest proportion of children with abnormal behavior was seen among 
the children of mothers employed overseas. 
 
Women of lower income groups seek employment overseas, in order to improve their 
economic standards, which they expect may lead to a better quality of life.  The pre-
school children of these mothers seem to be an important group for which special child 
welfare activities should be aimed at. 
 
A246 
 
Associations between TNFa1.1, TNFa1.2 and TNFa2.2 genotypes and plasma TNFa 
levels in Plasmodium falciparum infected patients in relation to severity of disease 
 
Plasma TNFα  and TNF α  genotypes have currently been in central focus in the studies 
of severe P. falciparum malaria (1,2,3).The present study was to investigate the 
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	Cryptosportidium parvum  is an enteric protozoan parasite responsible for diarrhoea in children, neonates of animals and immunodeficient hosts.  In Sri Lanka, Cryptosporidium oocysts have been demonstrated in the faeces of diarrhoeic children.  Recently,
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