
observed when Rathakalka is used as a medication in infants and children by traditional 
Ayurvedic practitioners in Sri Lanka. 
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Preliminary study of anti-bacterial effects of an Ayurvedic recipe – Rathakalka 
 
Rathakalka is a popular Ayurvedic recipe prescribed routinely for infants by traditional 
physicians in Sri Lanka.  This particular recipe is being used in infants at a dose of 
250mg.twice a day orally for two main purposes, one use of it as a preventive 
medicament to protect children from certain diseases during infancy.  And the other use 
of it is as a curative measure in infants and young children against certain diseases 
specially skin diseases, upper respiratory tract infection and fever.  One of the main 
causes for above conditions is bacterial infection.  The objective of this experiment was 
to study the antibacterial activity of Rathakalka. 
 
0.1 gm. of Rathakalka was dissolved in 5ml. of sterile distilled water and filter sterilized 

using a Hemmings filter.  This sterile water soluble extract of Rathakalka was use 
din this study.  Anti-bacterial assay was performed using cylinder plate method in 
Nutrient agar and incubated for 48 hours at room temperature.  Bacterial species 
used were Psudomonas aeruginosa,  Escherichia coli, Staphylococcus aureus and Listeria 
monocytogens, all obtained from the culture collection of the department of 
Microbiology, University of Kelaniya. 

 
A clear inhibition zone of the bacterial lawns were observed repeatedly in all plates 
except E.coli indicating that the water extract fo Rathakakla has anti - bacterial effect on 
Pseudomonas aeruginosa, Staphylococcus aureus and Listeria monocytogenes.  The results of 
this preliminary study justify scientifically the use of this Ayurvedic preparation in some 
infective conditions in infants and children since last few centuries by traditional 
Ayurvedic practitioners in Sri Lanka. 
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Sri Lankan population data on three short tandem repeat (STR) loci D16S539, D7S820 
and D13S517 
 
DNA typing, fingerprinting or profiling is the characterization of individuals at the level 
of their hereditary material, DNA. 
 
Short tandem repeat (STR) analysis is the latest method and is fast becoming the method 
of choice in forensic DNA testing. STR loci or microstellites is a subgroup of the highly 
polymorphic variable number of tandem repeats (VNTR). They are composed o 
ftandemly repeated sequences of 1to 6 bp in length and are abundant in the human 
genome.  Three tetrameric STR loci, D16S539, D7S820, D13S517 were size fractionated by 
polyacrylamide gel electrophoresis and visualized by silver staining, and allele size 
determined by comparison with an allelic ladder marker. 



 
The objective of this study was to evaluate the suitability of these STR loci, for identity 
testing and paternity testing in individuals of the Sri Lankan population, and establish 
theoretical values for various statistical parameters, which are used in the expression of 
the accuracy of the tests.  
 
Allele and genotype frequencies, for 109 unrelated individuals in the Sir Lankan 
population were determined.  At none of the three loci was any genotype that occurred 
above 30% frequency, there by indicating the efficiency of these loci for discrimination 
as well as parentage exclusionary purposes.  The hererozygosities for the three locifor 
the Sri Lankan population were relatively high, ranging from 76.9% to 86.5%. 
 
The matching probability for all three loci was 2.76x10-4 or a match in all three loci for 1 
in every 3616 individuals.  The polymorphism information content indicted that all three 
loci were highly informative, and the paternity index for the three loci was 23.267 and 
the combined power of exclusion was 0.2558.  the three STR loci show a high degree of 
polymorphism and power of discrimination, and are suitable for forensic casework in 
Sri Lanka and paternity testing. 
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Population genetic study of three Sri Lankan ethnic groups with respect to three short 
tandem repeat (STR) loci  
 
Identification of humans based on differences at the level of DNA or DNA profiling or 
typing, is now a widely accepted tool in forensic investigations.  Typing by short tandem 
repeat (STR) analysis is the method of choice.  Interpreting DNA typing evidence 
requires a method for estimating the probability of a random match  between two DNA 
profiles, which is determined by multiplying the allele frequencies on the assumption 
that they segregate independently and that they are at a state of Hardy-Weinberg 
equilibrium. Tests for Hardy Weinberg equilibrium have important limitations in that 
they are relatively weak at detecting population substructure.  In order to evaluate the 
average magnitude of this error, direct sampling and analysis of different population 
subgroups is recommended. 
 
Blood samples form  unrelated donors were collected from 85 Low Country Sinhalese, 
56 Sri  Lankan Tamils and 52 up Country Sinhalese.  DNA was extracted and three STR 
loci, CSF1PO, TPOX and THO1 were amplified by unltiplex Polymerase Chain Reaction 
(PCR) and typed by polyacrylamide gel electrophoresis and silver staining. 
 
Heterozygosity levels were high in all three population groups, at all loci except in the 
THO 1 locus (52.4% heterozygosity) of the UC  Sinhala group.  Only in the UC Sinhala 
group.  Only in the UC Sinhala group the most common allele exceeded a frequency of 
40% in all three loci.  The alleles of all three loci in all three population groups 
conformed with Hardy-Weinberg expectations (p>0.05) and did not show any linkage 
disequilibrium (p>0.05), indicating independent segregation of alleles wihtin the 
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	Cryptosportidium parvum  is an enteric protozoan parasite responsible for diarrhoea in children, neonates of animals and immunodeficient hosts.  In Sri Lanka, Cryptosporidium oocysts have been demonstrated in the faeces of diarrhoeic children.  Recently,
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