
humans.  Such studies will give more information regarding the exact source for the 
Cryptosporitiuminfection in susceptible humans. 
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A preliminary study on TP53 tumour suppressor gene mutations in breast cancer 
patients of Sri Lanka 
 
TP53 tumour suppressor gene is the most frequently found mutated gene and accounts 
for more than 50% of sporadic and inherited cancers.  Worldwide TP53 mutations 
account for approximately 30% of breast cancer.  Germa line mutations of the TP 53 gene 
is associated with Li-Fraumeni Syndrome, that leads to the development of breast cancer 
and other neoplasms.  Furthermore, somatic mutations of theTP53 mutations enables 
early detection and effective treatment of breast cancer. The presence of a TP 53 gene 
mutation is by far the signal most predictive indicator for recurrence and death.  
Therefore an attempt has been made to identify both somatic and genetic mutations of 
the TP53 gene hot spot mutations in the Sri Lankan breast cancer patients. 
 
Presence of mutations for TP53 gene was studied in highly conserved regions of exon 5, 
6, 7 and 8 wher e90% of acquired mutations have been reported.  We have analyzed 
blood and breast tissue DNA obtained from breast cancer patients before commencing 
treatment using PCR and DNA sequencing. 
 
Of the 15 patients studied to date mutations in the TP 53 gene were seen in 6 patients.  4 
patients showed somatic mutations with a single nucleotide mutation in their tissue 
DNA at codon 249 in exon 7, resulting from G to T transversion(n=2) or total G deletions 
(n=20.  germline mutations were observed in 2  patients with total G deletion at the last 
base of the codon 249.  The prevalence of codon 249 mutation for breast cancer has been 
reported to be only 0.3% worldwide and is the 5th most frequent mutation for breast 
cancer. 
 
 
A 208 
 
Preliminary study on BRCA1 mutation analysis of Sri Lankan breast cancer patients 
There has been a sudden increase in the number of patients diagnosed with breast 
cancer even in developing countries such as Sri Lanka in the recent past.  Two breast 
cancer susceptibility genes: BRCA 1 and BRCA2 have been cloned previously.  Inherited 
mutations in one or both of these genes are known to confer a predisposition to breast 
and ovarian cancer.  Due to the large sizes of these two genes, it is not feasible to analyze 
large number of samples for all possible BRCA 1 and BRCA 2 mutations to determine 
population prevalence.  Therefore the detection of mutations in these genes have to be 



limited to commonly identified ones.  Two BRCA 1 mutations have been detected 
relatively frequently, namely, 185delAG (exon2) and 5382ins C (exon 20). 
 
In order to identify BRCA 1 mutation hot spots among Sri Lankan breast cancer patients 
we have PCR amplified exon 2 and exon 20 of 3 patients, exon 2 separately form another 
9 patients and exon 20 of another 5 patients.  All these patient samples were sequenced 
and the sequence data were computer analyzed using Gene Jockey II (Biosoft).  None of 
the patient samples, appeared to have the two most common mutations,  185delAG and 
5382ins C found in the other parts of the world.  This might have been due to the low 
number of patient samples studied so far.  Currently, work is in progress to further 
characterize these hot spot mutations among Sri Lankan breast cancer patients and to 
identify country specific mutations, if there are any. 
 
A 209 
 
Long term efficacy of single dose combinations of Albendazole, Ivermectin and 
Diethylcarbamazine for the treatment of Bancroftian Filariasis 
 
In a ‘blind’ trial of 47 male asymptomatic microfilaraemic subjects with Wuchereria 
bancrofti infection, the safely, tolerability and filaricidal efficacy of a single dose of 
combinations of albendazole 600 mg with ivermectin 600mcg/kg, albendazole 400mg 
with ivermectin 200 mcg/kg and albendazole 400mg with diethylcarbamazine citrate 
(DEC) 6mg/kg were assessed over a period of 24 months after treatment.  All subjects 
had pretreatment microfilariae (mf) counts over 100/mL.  Following treatment all 3 
groups showed substantial reductions in microfilaraemia to less than 3% of the respetive 
pre-tratment levels.  The ivermectin containing regimes showed a greater clearance 
compared to the DEC containing regime upto 6 months post-treatment.  At 24 months 
the percentage pre-treatment microfilaraemia were equivalent in the ivermenctin 
containing regimes (2.31% and 2.87%, for the 600mcg and 400mcg regimes respectively). 
The alb/DEC group had a gradual decline in mf over the study period and at 24 months 
the mf was 0.44% of pre-treatment value.  Filarial antigen tests suggested that all 3 
treatments had significant activity against adult W.bancrofti;alb/DEC combination had 
the greatest activity according to this test,  with antigen levels decreasing to 30.5% of 
pre-treatment antigen concentrations, 24 months after therapy.  All 3 treatments were 
clinically safe and well tolerated.  These results suggest that a single dose of albendazole 
400mg together with DEC 6mg/kg is a safe and effective combination for suppression 
for microfilaraemia of bancroftian filariasis and could be used in filarial control 
programmes.  The broad spectrum anthelmintic action of albendazole gives added 
advantages in mass treatment.   
 
 
A 210 
 
Inhibitory effect of an Ayurvedic decoction against Shigella sonnei 
 
Shigella species account for a large number of cases for dysentery worldwide.  It is one 
of the few indications for use of antibacterial drugs in diarrhoea in  allopathic medicine.  
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	Cryptosportidium parvum  is an enteric protozoan parasite responsible for diarrhoea in children, neonates of animals and immunodeficient hosts.  In Sri Lanka, Cryptosporidium oocysts have been demonstrated in the faeces of diarrhoeic children.  Recently,
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