
malaria and helps in the control of the disease. Correct identification of A. culicifacies by 
screening immature stages of anopheline mosquitoes is an important aspect of vector 
surveillance. 
 
Sixteen species of immature stages of anophelines were collected from various malaria 
endemic areas. Standard taxonomic keys as well as DNA probes were used for the 
identification of mature larvae. 
 
Mature larvae of A. culicifacies were identified by their specific chaetotaxonomic 
characters such as presence of one simple metathoracic pleural hair, moderately 
developed thoracic palmate hairs, and strong and dark roots of shoulder hairs. All 
mosquito larvae identified by taxonomic characters were also screened by squash blot 
hybridization with radio labeled and biotin labeled DNA probe Rp234 which is specific 
for A.. culicifacies. Radioactive DNA probes were prepared by random priming using  
32 P-dCTP and detected by autoradiography. Non-radioactive DNA probes were 
prepared by labelling with biotin using nick translation method and detected by 
colorimetrically. 
 
A strong positive hybridization signal was given by all larvae identified as A. 
culicifacies by taxonomic features while those of other mosquito species gave a negative 
hybrization signal under stringent filter washing conditions (0.1 x SSC, 0.5% SDS, at 60 
OC). 
 This squash blot technique enables a single investigator to accurately immature stages 
(third and Fourth instar larvae) collected from the field and the sample unidentified or 
misidentified by chaetotaxonomy due to the damage of taxonomic features. 
 
A 03 
 
Is severe and complicated malaria a Th 2 phenomenon ? 
 
The basis of the pathogenesis of malaria is only now beginning to be understood. Recent 
research incriminates immunopathology, as a large component of malaria morbidity & 
mortality, implicating disease-mediators of host origin such as cytokines viz, TNF- 
alpha, TNF-beta, IL-6, IL-10, and IgE in the causation of much of the clinical disease and 
even complications of severe malaria. 
 
The study population consisted 35 severe & complicated (sc) malaria patients and 60 
uncomplicated (uc) malaria patients whose ages ranged from 15-60 years. Patients were 
categorized as sc malaria patients according to the modified WHO criteria. There was a 
significant increase in the sc malaria patients (p=0.003) and an increase in the uc malaria 
patients as compared to the sc malaria patients when compared to the uc malaria 
patients. There was a significant decrease in the plasma IFN-y levels in the  the sc 
malaria patients compared to the uc malaria patients (p=0.0002). 
 
Results indicate that in the sc group of malaria patients there was a positive but not a 
significant correlation between the plasma IgE levels and plasma IL-10, Il-4 and IFN- y 
levels (p=0.320,0.960& 0.831 respectively). In contrast in cersbral malaria (cm) patients 



(n=5) we observed a positive significant correlation between plasma IgE and plasma IL- 
10 and IL- 4 levels (P=0.020, 0.05 respectively) and a significant negative correlation 
between plasma IgE and IfN-y levels (p=0.02). In the same group of patients i.e., cm 
patients there was a significant negative correlation between  plasma IFN-y and IL-10 
and IL-4 (p<0.05, p<0.05 respectively). When the parasitaemia in the two groups were 
compared the sc malaria patients had a higher paraitaemia than the uc malaria patents. 
In both group of patients there was a positive significant correlation between 
paraitaemia and total IgE levels. 
 
Above results show that during an acute malaria infection there is an increase in the 
plasma IgE and IL-10 in sc disease and a significant increase in cm patients suggesting 
that these cytokines may be associated with pathogenesis of severe manifestations. Th2 
subsets of CD4 lymphocytes may be disease promoting and they do so probably by 
producing Il-10 which inhibits production of IFN-y. The higher levels of Il-4 in uc 
malaria patients may suggest that Il-4 may be produced during early infection and 
might be associated with protection against severe disease. 
 
A 04 
 
Role of NKT cells inmurine malaria 
 
Natural Killer T (NKT) cells are characterized by the presence of both Nk1.1 and CD3. 
We studied their role in immunocompetent and nude mice (C3H/He and C57BL/6) 
infected with Plasmodium yoelii (17X, lethal and 17XNL, non-lethal) by intraperitoneal 
passage of 104  infected RBC. 
 
Parasitemia was monitored throughout the infection,  and the blood smears were 
negative for parasites in one month with non-lethal strains and mice died of 100% 
parasitaemia by 10th  day with lethal strain Flowcytometric analysis of mononuclear cells 
from liver showed expansion of NKT cells with both strains of malaria and subanalysis 
with three colour staining revealed that majority of them were CD4”CD8” DN on 
recovery from  malaria. 
 
Furthermore, they were cytotoxic against parasitized RBC . Reinfection with parasites 
revealed that immunity against both strains developed following infection, which lasted 
for a period of about 6 months. Adoptive transfer of 1 x 106  immune hepatic NKT cells 
to irradiated C57BL/6 mice followed by reinfection with 1 x 106  P.yoelii Protected mice 
from Malaria. These data show that NKT cells play a  protective role in murine malaria. 
 
A 05 
 
Establishment of paternity in a Sri Lanka population by DNA typing at three short 
tandem pepeat (STR) loci THO1,TPOX,and CSF1PO 
 
Establishment of paternity is of crucial importance in court cases involving maintenance 
of  children. Current methods employed in Sri Lanka, Which are based upon blood 
group analysis, are unable to positively identify the father, and can only be used for 
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